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1 Load

1.1 Select dataset

LinkExplorer L

WN18RR

YAGO3-10

OpenBiolink 2021
The OpenBioliink2020 Dataset is a highly challenging biomedical benchmark

Hetionet 10 dataset containing over 5 million positive and negative edges. The test set does
not contain trivially predictable, inverse edges from the training set and does

PheKnowLator v2.0.0 contain all different edge types, to provide a more realistic edge prediction

scenario.
None
Search

1.2 Select explanation file

LinkExplorer

Select an explanation file

Rule learning SNAPSHOTS_AT = 1000

MAX Non- Ny .
configuration  WORKER_THREADS = 22
redundant
. POLICY =2
Noisy-OR
REWARD = 5
EPSILON = 0.1

Non- THRESHOLD_CONFIDENCE = 0.0001

MAX_LENGTH_CYCLIC = 3
MAX_LENGTH_ACYCLIC = 1

redundant
Noisy-OR

Clustering STRATEGY = random

configuration ITERATIONS = 10000
RESOLUTION = 10
SEED = 0

Comment These results were retrieved by applying the Non-
redundant Noisy-Or aggregation method with a random

Search

Previous Done

1.3 Wait for the data to load

This might take a few seconds depending on the size of the dataset. You will be
redirected automatically.



LinkExplorer

Select an explanation file

Rule learning SNAPSHOTS_AT = 1000
MAX Non- N X
configuration  WORKER_THREADS = 22
redundant
. POLICY =2
Noisy-OR
REWARD = 5
EPSILON = 0.1

Non- THRESHOLD_CONFIDENCE = 0.0001

MAX_LENGTH_CYCLIC = 3
MAX_LENGTH_ACYCLIC =1

redundant
Noisy-OR

Clustering STRATEGY = random

configuration ITERATIONS = 10000
RESOLUTION = 10
SEED =0

Comment These results were retrieved by applying the Non-
redundant Noisy-Or aggregation method with a random

Search

2 Explore

2.1 View entities of dataset

LinkExplorer Load other

PUBCHEM.COMPOUND:53325460 ((15.3R)-3 -((35,45)-3-Me(hoxy-tetrahyd ro-2H- pyran-4-y\amino)-
1-(2,2,2-trifluoroethyljcyclopentyl) (4-(4-(trifluoromethylpyridin-
2-yl)piperazin-1-yl)methanone

PUBCHEM.COMPOUND:46887993 ((2R,45)-4-(3-Chlorophenoxy)pyrrolidin-2-yl)(4-cyclobutyl-1,4-
diazepan-1-yl)methanone

PUBCHEM.COMPOUND 44600841 ((2R 45)-4-(4-Chloro-3-methylphenoxy)pyrrolidin-2-yl)4-cyclobutyl-
1,4-diazepan-1-ymethanone

PUBCHEM.COMPOUND:44439344 ((25,45)-4-(4-(4-Nitrophenyl)-1,4-diazepan-1-yl)pyrrolidin-
2-yl)(thiazolidin-3-yl)methanone

PUBCHEM.COMPOUND:44439342 ((25,45)-4- (4-Phenylpiperidin-1-ylpyrolidin-2-yl) thiazolidin-
3-yhmethanone

PUBCHEM.COMPOUND:46885523 (BR4S)-4-(2.4-Difluorophenyl)-1-(pyridazin-3-yl)pyrrolidin-
3-y1)((35,4S,5R)-4-hydroxy-3,5-dimethyl-4-(pyridin-2-ylpiperidin-
1-yhmethanone

PUBCHEM.COMPOUND:44442978 ((3R45)-4-(4-Chlorophenyl)-1-isopropylpyrralidin-3-yl(4-(1-((py
3-ylmet i l)eyclohy iperazin-1-yl)methanone




2.2 Filter entites based on type

LinkExplorer Load other

Y Quick:

Type to filter... « < 2 3 4 5 > -
All types DOMPOUND:53325460 ((15.3R)-3-((35,45)-3-Methoxy-tetrahydro-2H-pyran-4-ylamino)-
Anatomy 1-(2,2,2-trifluoroethyl)cyclopentyl) (4-(4-(trifluoromethylpyridin-
Disesse 2-yl)piperazin-1-yl)methanone
Drug DMPOUND:46887993 ((2R,45)-4-(3-Chlorophenoxy)pyrrolidin-2-yl)(4-cyclobutyl-1,4-
GO diazepan-T-y))methanone
Gene
DMPOUND:44600841 ((2R,45)-4-(4-Chloro-3-methylphenoxy)pyrrolidin-2-yl)(d-cyclobutyl-

Pathway .

1,4-diazepan-1-yl)methanone
Phenotype

OMPOUND:44439344 ((25,45)-4-(4-(4-Nitrophenyl)-1,4-diazepan-1-yl)pyrrolidin-
2-yl)(thiazolidin-3-yl)methanone

PUBCHEM.COMPOUND:44439342 ((25,45)-4- (4-Phenylpiperidin-1-ylpyrolidin-2-yl) thiazolidin-
3-yhmethanone

PUBCHEM.COMPOUND:46885523 (BR4S)-4-(2.4-Difluorophenyl)-1-(pyridazin-3-yl)pyrrolidin-
3-y1)((35,4S,5R)-4-hydroxy-3,5-dimethyl-4-(pyridin-2-ylpiperidin-
1-yhmethanone

PUBCHEM.COMPOUND:44442978 ((3R45)-4-(4-Chlorophenyl)-1-isopropylpyrrolidin-3-yl)(4-(1-({pyridin-
3-ylmet i )eycloh

iperazin-1-yl)methanone

2.3 Search based on entity label

LinkExplorer Load other

UBERON:0013138 coronary ligament of
liver
UBERON:0013139 ligament of liver
UBERON:0015796 liver blood vessel
UBERON:0006729 liver perisinusoidal
space
UBERON:0016478 liver stroma
UBERON:0002107 liver
UBERON:0004647 liver lobule
UBERON:0001280 liver parenchyma
UBERON:0001116 quadrate lobe of liver



2.4 Get additional information on entities

LinkExplorer

UBERON:0002107 : liver

Description

An exocrine gland which secretes bile and functions in metabolism of protein and carbohydrate and fat, synthesizes
substances involved in the clotting of the blood, synthesizes vitamin A, detoxifies poisonous substances, stores glycogen,
and breaks down worn-out erythrocytes[GO.

Online Resource

https://identifiers.org/UBERON:0002107

Predictions

Heads Tails

Known links

and explore connections to other entites

Known links

v Outgoing edges

isa exocrine gland
isa abdomen element
is part of hepatobiliary system

¥ Incoming edges

ARPIN-AP3S2 readthrough is expressed in
NT5C1B-RDH14 readthrough is expressed in
PHOSPHO2-KLHL23 readthrough is expressed in
FPGT-TNNI3K readthrough is expressed in
RPL17-C180rf32 readthrough is expressed in
TGIF2-RABSIF readthrough is expressed in
GIMAP1-GIMAP5 readthrough is expressed in
MF1-BGLAP readthrough is expressed in
TLCD4-RWDD3 readthrough is expressed in




3 Explain

3.1 Select prediction task

LinkExplorer

UBERON:0002107 : liver

Description

An exocrine gland which secretes bile and functions in metabolism of protein and carbohydrate and fat, synthesizes
substances involved in the clotting of the blood, synthesizes vitamin A, detoxifies poisonous substances, stores glycogen,
and breaks down worn-out erythrocytes[GO.

Online Resource

https://identifiers.org/UBERON:0002107

Predictions
Heads Tails
2 can be underexpressed in liver liver isa ?
2 can be overexpressed in liver
? is part of liver
2 is expressed in liver

Known links

3.2 View ranked predictions

and their confidences. A checkmark means that this entity is in the test set
(Note: this does not mean entities without a checkmark are false)

LinkExplorer

? can be overexpressed in liver

C-X3-C motif 0.59375
chemokine receptor
1

cytochrome P450 0.58576
family 2 subfamily C
member 18

cytochrome P450 0.58576
family 2 subfamily S
member 1

alcohol 0.58576
dehydrogenase 1A
(class 1), alpha
polypeptide
(]

alcohol 0.58576
dehydrogenase 7
(class V), mu or
sigma polypeptide

cytochrome P450 0.58576



3.3 Explore rules that generated a prediction

LinkExplorer Entities F E Load other

cytochrome P450 family 2 subfamily C member 18 can be overexpressed
in liver
Confidence: 0.58576

because

Rule Confidence  Correctly predicted  Predicted

aldehyde oxidase 1 is in an interaction with cytochrome P450 family 2 subfamily C member 18 058571 41 65

NADPH is catalyzed by cytochrome P450 family 2 subfamily C member 18 044218 65 142

cytochrome P450 family 2 subfamily C member 18 associated with Triphosphopyridine nucleotide 042056 % 209

cytochrome P450 family 2 subfamily C member 18 can be underexpressed in frontal cortex 029116 214 730

Hydrogen is catalyzed by cytochrome P450 family 2 subfamily C member 18 026767 231 858

cytochrome P450 family 2 subfamily C member 18 associated with 4-(Methylnitrosamino)-1-(3-pyridyl)-1-butanone 037838 14 32 .

Alis catalyzed by cytochrome P450 family 2 subfamily C member 18 0.24513 302 1227

... and retrieve details about rules



Details

Rule

can be overexpressed in(X liver) <=is in an interaction with(aldehyde oxidase 1,X)

is in an interaction with

aldehyde oxidase

an be overe

xpressed in

e,

(Interactive graph)

liver

>
Predicted
Confid, Correctly predicted dicted
0.58571 41 65
Instantiations
cytochrome P450 family 2 can be overexpressed in
subfamily C member 18
>
aldehyde oxidase 1 is in an interaction with

cytochrome P450 family 2
subfamily C member 18

Close



3.4 Explore instantiatons of rules with variables

LinkExplorer Entities

liver is a endoderm-derived structure
Confidence: 0.12918

because
Rule Confid Correctly predicted dicted
liver shares tail/s of (is part of) with B
0.12918 259 2000 (x)
B is a endoderm-derived structure
Al part of liver
0.06783 136 2000 (=)
Ais a endoderm-derived structure
liver shares tail/s of (is a) with B
0.04090 82 2000 (x)
B is a endoderm-derived structure
As part of liver
0.01845 37 2000

Instantiations

endoderm-derived
structure

>
is part of liver

isa endoderm-derived
structure

A = lobe of liver

A = biliary ductule

A = liver papillary process
A = ligament of liver
A = liver reticuloendothelial system

A = liver stroma

A = capsule of liver

A = triangular ligament of liver

A = ventral liver lobe
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